. Sequence alignment of GluClα and GluClβ. Sites for chimera synthesis and receptor mutagenesis are indicated: α signaling peptide chimera spliced at red line, α signaling peptide + α1 helix spliced at orange line, M3-M4 loop spliced between green lines, C terminus spliced at purple line, and putative ER retention RxR motifs and ER export LxxLE motif are highlighted in black boxes. Residues targeted for mutagenesis are highlighted in red. Sequence alignment was made using Clustal Omega. Also shown are alignments of the M2 regions of several Cys-loop receptor subunits: nicotinic acetylcholine receptor α4, α2, δ, and β1; GABA A receptor α4 and β1; glycine receptor α1. 
